Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.045; wR factor = 0.104; data-to-parameter ratio = 13.3.
In title compound, [Cu(C 8 H 7 O 2 ) 2 (C 6 H 6 N 4 ) 2 ], the Cu II atom (site symmetry 1) is coordinated by two N,N 0 -bidentate 2,2 0 -biimidazole ligands and two weakly bonded 4-methylbenzoate anions, resulting in a strongly elongated trans-CuO 2 N 4 octahedral geometry. In the crystal, adjacent molecules are linked via pairs of N-HÁ Á ÁO hydrogen bonds into chains propagating in [010] .
Related literature
For a related structure, see : Yang et al. (2009) .
Experimental
Crystal data [Cu(C 8 Table 1 Selected bond lengths (Å ).
Table 2 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) (Yang et al., 2009) . Herein, we report the title compound of bis(4-methyl-benzenecarboxylate-kN)bis(2,2'-biimidazole-N,N') copper, (I).
In the symmetric unit of (I), Cu 2+ having an inversion centre was chelated by two 2,2'-biimidazole ligands through and weakly interacts with two 4-methyl benzenecarboxylate ligands acting as monodentate, which results in a elongated octahedron (Cu1-N1 2.021 (2) Å; Cu1-N3 2.012 (2) Å; Cu1-O2 2.685 (2) Å). Adjacent two Cu(C 8 H 7 O 2 )(C 6 H 3 N 4 ) units are linked together by two pairs of N-H···O hydrogen bonds forming two R 2 2 (9) motifs, which are further arranged into a one-dimensional chain along the [010] direction.
CuCl 2 .2H 2 O (0.17 g, 1.0 mmol) was added into an aqueous solution (15 ml) of 4-methyl-benzenecarboxylic acid (0.14 g, 1.0 mmol) and NaOH (0.04 g, 1.0 mmol) and refluxed for 30 min. Then an ethanol solution (10 ml) containing 2,2'-biimidazole (0.13 g, 1.0 mmol) was slowly added with continuous stirring. The resulting solution was refluxed for 3 h, filtered and kept for crystallization. After nine days, blue blocks of (I) were obtained.
Refinement
H atoms bonded to N are located in a difference maps and refined isotropically 0.89 (1) for N-H using DFIX commands. All the remaining H atoms were positioned geometrically with C-H = 0.93 Å (aromatic) and 0.96 Å (methyl) and were refined as riding with U iso (H) =1.2U eq (C) (aromatic) and 1.5U eq (C) (methyl).
Figures Fig. 1 . The molecular structure of (I), with displacement ellipsoids drawn at the 30% probability level. H-bonds are shown as dashed lines. Unlabeled atoms are related to labeled atoms by the symmetry transformation (2 -x, 2 -y, -z). 
